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[Abstract] Objective This study aims to reveal the regulatory effect of miR-3182 and its target LP-
PR4 on osteoblasts differentiation and maturation. Methods The study employed GSE63446 and
GSE62402 datasets to reveal the association of circulating miRNA and tissue mRNA in bone mineral density
(BMD). The two datasets were cross validated based on targets prediction. Plasmid mediated LPPR4 gene
overexpression or siRNA interference was used to investigate its regulatory role in osteoblasts differentiation
and maturation. Results Circulating miR-3182 was highly expressed in low BMD group, indicating excel-
lent sensitivity and specificity in BMD classification. Lentivirus plasmind mediated miR-3182 expression de-
creased LPPR4 protein level and inhibited osteoblast hFOB1.19 mineralized nodules formation. Ectogenic
overexpression of LPPR4 promoted hFOB1.19 cells mineralized nodule formation, and induced biomarker
OPG expression. Conclusion LPPR4 promotes osteoblasts hFOB1.19 differentiation and maturation.
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=1 FMmiR-31822 51 KEGG i@ % 4%
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5p,miR-100-5pAImiR 125b-5p-5 BMD FIE FHiFA TS FR
FEFE D >0.9, M HIE SRS MERWFERZ DI, 38
TN GEO 4 ZE P microRNA #1A 5 BMD 24458
B 1 K AR S 78 HE K, 183 57 microRNA R IA
/KF5 BMD 2 £ 1) ROC % PIFE FE , MM i ik 31 55
BMD U % ) AH S I 2 1, B H 4% (1) microRNA.
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